Genotype: genotypes of investigated mice: LOXP -PWScr p-/m5'LoxP and WT -wild type mice. Numbers: 001-012 is the BAM files designation. cDNA name/cDNA length: reads represented by full-length 5-Ht2cr mRNA or truncated (alternativelyspliced) 5-Ht2cr-tr mRNA and its corresponding length. Mapped reads: number of reads for the 5-Ht2cr or 5-Ht2cr-tr transcripts. %: percent cDNA reads representing the functional and truncated receptor isoforms. Total mapped reads: value of mapped reads for the indicated BAM files. 
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